Query tree supports (+/-) from left to right:

ClipKIT_gappy, ClipKIT_kpi-gappy, ClipKIT_kpi-smart-gap, ClipKIT_kpi, ClipKIT_kpic-gappy, ClipKIT_kpic-smart-gap, ClipKIT_kpic, ClipKIT_smart-gap, TrimAl, untrimmed
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S348_Changminia_huangdi_Ind141
P0210_Psilochorus_Br10-36_Br10-85
S354_Carapoia_pulchra_Br15-211
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BH63_Priscula_andinensis_Ven18-220
BH64_Priscula_andinensis_Ven18-226
BH62_Priscula_andinensis_Ven18-218
EB161_Priscula_andinensis_Ven20-118
EB167_Priscula_piapoco?_Ven20-110
EB115_Priscula_lumbaqui_Ecu210
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#5476_Priscula_venezuelana_Ven02/100-28
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BH132_Priscula_venezuelana_Ven02/100-09
BH133_Priscula_venezuelana_Ven02/100-44
BH126_Priscula_venezuelana_Ven18-148
BHB81_Priscula_sp.-light_Ven18-237
BH82_Priscula_sp.-light_Ven18-208
EB096_Priscula_bonita?_Ecul184
EB119_Priscula_bonita_Ecu214
EB121_Priscula_bonita_Ecu216
EB110_Priscula_bonita_Ecu205
EB107_Priscula_bonita_Ecu201
BH70_Priscula_ulai_Ven18-225
BH134_Priscula_sp._Ven02/100-33
EB169_Priscula_salmeronica_Ven20-166
BH69_Priscula_salmeronica_Ven18-239
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Figure S3. Summary tree of all trees constructed from partitioned analyses. All trees were
constructed from the same gene set but with different multiple-sequence-alignment (MSA) trimming
strategies or from the untrimmed MSA using IQ-TREE. The Gblocks tree was used as the reference
tree. The trees (query trees) from other MSA-trimming strategies were compared to the reference tree,
with ‘+’ or ‘-’ indicating that the query trees agree or disagree, respectively with the branching events
of the reference tree. Numbers on the branches are SH-aLRT support (%). For the partitioned
analyses, the initial partition was locus-wise, but subsequently the best partitioning scheme was
determined by allowing the merge of different loci (-m MFP+MERGE); at the same time, the best-fit
model of each partition was also determined. The best partitioning scheme and the best-fit model of
each partition of the reference tree: (1) CO1 partition: TIM3+F+I1+G4; (2) H3+18S+28S partition: TN
+F+G4; (3) 12S+16S partition: GTR+F+G4. https://doi.org/10.5852/€jt.2023.909.2351.10267



