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Abstract. The Resartor-group is a group of ten genera and subgenera within the Brueelia-complex,
parasitizing a broad range of hosts in the Old World tropics. Genera within this group are morphologically
similar, and the generic limits are somewhat ambiguous, particularly among the genera, Resartor
Gustafsson & Bush, 2017, Timalinirmus Mey, 2017, and Turdinirmoides Gustafsson & Bush, 2017.
Following the collection of two morphologically aberrant species in this group in central China, we
examined genetic data from six of the 14 species of Resartor and one of the two species of Timalinirmus,
as well as representatives of four other genera in the group. These data suggest that 7Timalinirmus is nested
within Resartor, which resolves there being no significant morphological differences between these
two genera, apart from head shape. One of the morphologically aberrant species is also nested within
Resartor. It appears that morphological variation of this genus is wider than previously understood. In
contrast, the other morphologically aberrant species is clustered with the genus Aratricerca Gustafsson
& Bush, 2017, despite not sharing any morphological characters with this genus. We suggest that
Timalinirmus would have been considered a synonym of Resartor, but find that the name was never
made available under the International Code of Zoological Nomenclature, and thus does not formally
exist. The species previously placed in this genus are here reassigned to Resarfor. An assessment of
the relationships between Resartor, Aratricerca and Turdinirmus Eichler, 1951 must await more data.
The two species from Hubei are here described as Resartor acutotemporalis sp. nov. ex Sinosuthora
webbiana suffusa Swinhoe, 1871, and Resartor breviceps sp. nov. ex Erythrogenys gravivox gravivox
(David, 1873). An updated checklist to the genus Resartor is given.
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Introduction

The Brueelia-complex (sensu Gustafsson & Bush 2017) is one of the largest radiations of ischnoceran
lice, comprising over 600 species divided into 41 genera. These genera fall into one of four groups, one
of the smaller of which is the Resartor-group, comprising 51 known species in nine genera. The group
is known only from the Old World tropics and Australasia, with many genera seemingly limited to one
host family (Gustafsson et al. 2022). Most of the species in the Resartor-group have been described
within the last decade (Gustafsson & Bush 2017, 2022; Mey 2017; Gustafsson et al. 2018, 2021, 2022),
but relationships among some of the genera in this group are unclear. Above all, relationships among
the four slender-bodied genera, Aratricerca Gustafsson & Bush, 2017, Resartor Gustafsson & Bush,
2017, Timalinirmus Mey, 2017, and Turdinirmoides Gustafsson & Bush, 2017, are unclear, as the known
species show a patchwork of characters (Gustafsson et al. 2019a).

The largest of these four genera is Resartor, with 14 known species all collected from “babblers”
(mainly Leiothrichidae Swainson, 1832) from South and Southeast Asia. Members of this genus can
easily be identified even with the naked eye by the elongated, somewhat trapezoidal heads (Fig. 1A—B).
This contrasts with members of Turdinirmoides, which have short, triangular heads (Fig. 1C). In
Aratricerca, head shape is more variable (Fig. 1D-E), whereas the head shape of the two known species
of Timalinirmus are intermediate between those of Resartor and Turdinirmoides spp. (Fig. 1F-G). Other
morphological characters are generally either variable within genera (e.g., abdominal chaetotaxy) or
more or less similar between genera (e.g., male genitalia), although a number of structural characters
of the thorax and abdomen show consistent differences among three of the four genera (Table 1). No
morphological differences between Resartor and Timalinirmus are known, and both genera parasitize
related host species.

Following the collection of two new species of lice in the Resartor-group from babblers caught at a
previously unsampled area in Hubei Province, China, we found that the head shape of these species
(Fig. 1H-I) deviated from all previously known members of the Resartor-group known from babblers
(Fig. 1A-B), and more resembled members of other genera. Specifically, one species (Fig. 1H) has a
head most similar to that of species in Turdinirmoides (Fig. 1C) or Aratricerca (Fig. 1D), whereas the
other (Fig. 11) has a head similar to those found in species of Turdinirmus (Fig. 1J). Neither of these head
shapes are previously recorded for any species of Resartor. Abdominal chaetotaxy is reduced in both
species, as is common in most Resartor-group genera, but abdominal plates follow the structure found
in Resartor and Timalinirmus (Table 1). The generic placement of these two species is thus ambiguous
and cannot be resolved by morphology alone.

Here, we examine the placement of these two species within the Resartor-group, one from Erythrogenys
gravivox (David, 1873), and one from Sinosuthora webbiana Gould, 1852, based on two molecular
markers (the mitochondrial cytochrome oxidase subunit I, COI/, and the nuclear elongation factor
1 a, EF-10). In addition, we sequenced one of the two known species of Timalinirmus from a yuhina
(Zosteropidae, Bonaparte, 1853), as well as unidentified Resartor-group female specimens from two
other species of yuhinas from South China. We also include a specimen of Psammonirmus Gustafsson
& Bush, 2017, a genus with some similarities to the Resartor-group, but whose relationship to other
Brueelia-complex genera is unclear.
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Table 1. Selected structural characters variable among the four genera in the Resartor-group. Data
derived from Najer ef al. (2012), Gustafsson & Bush (2017), Mey (2017), Gustafsson et al. (2018, 2019a,
2022, 2024), and specimens examined here.

Character Aratricerca Resartor Timalinirmus Turdinirmoides
Gustafsson & Gustafsson & Mey, 2017 Gustafsson &
Bush, 2017 Bush, 2017 Bush, 2017

Pterothorax near-hexagonal Yes No No No

Sternite II thickened Yes No No No

Male sternite VII fused to No Yes Yes No

subgenital plate

Sternal setae on male abdominal Yes No No Yes

segment VII

Female subgenital plate fused to Cross-piece Yes Variable? No

cross-piece absent

Distal male abdomen extended Yes No No No

into triangular tail

Female tergopleurites IX-XI No Yes Yes Yes

fused

Material and methods

Specimens were collected from various birds across South China between 2012-2024 (Table 2),
following the fumigation protocol outlined by Gustafsson er al. (2019b). Host taxonomy follows
Clements et al. (2024). Collected lice were stored in 95% ethanol at -80°C. Specimens of the Brueelia-
complex were identified to genus level under a dissection microscope (Zeiss SteREO Discovery V8,
Carl Zeiss, Germany), using the key of Gustafsson & Bush (2017). DNA was extracted from specimens
using DNeasy tissue kit (Qiagen, Shanghai, China), after which polymerase chain reactions (PCRs)
were carried out using Cytiva PureTaq ready-to-go beads (GE Healthcare, Vienna, Austria), following
Grossi et al. (2024). For COI, primers L6625 and H7005 (Hafner et al. 1994) were used, and for EF-1a.,
primers EF1- For3 and EF1- CH10 (Danforth & Ji 1998) were used. Exoskeletons of lice retrieved from
the extraction were mounted in Canada balsam (Palma 1978) and identified morphologically to species
level using the keys of Gustafsson et al. (2018, 2022).

DNA sequences were assembled using the de novo assemble tool and aligned in Geneious Prime ver.
2025.1.2 (GraphPad Software LLC 2025). For the phylogenetic analysis, in addition to our sequences,
we also included all sequences representing Resartor-group lice published by Bush et al. (2016), as
well as other lice from the Brueelia-group from the same source to serve as outgroups. See Table 2 for
an overview of the specimens included. Substitution models were estimated in MEGA12 (Kumar et al.
2024), which determined that GTR+G+I was the best model for the COI dataset, whereas HKY+G+I
was best for the EF-/a dataset. A phylogenetic analysis of the linked alignments was run in BEAST ver.
10.5.0 (Suchard et al. 2018) for 1x10® generations. After removing the first 10% of the resulting trees as
burnin in TreeAnnotator ver. 10.5.0, a maximum clade credibility tree was created, and later edited for
clarity in FigTree ver. 1.4.4 (Rambaut 2018) and InkScape ver. 1.4 (Inkscape Developers 2024).

Slide-mounted exoskeleton vouchers of all specimens extracted here examined using a Nikon Eclipse Ni
microscope (Nikon Corporation, Tokyo, Japan), with a drawing tube attached for making illustrations.
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Drawings were scanned, then compiled and edited in GIMP (www.gimp.org). Measurements (all in mm;
see Table 3) were made from live images in NIS-Elements (Nikon Corporation, Tokyo, Japan).

Abbreviations

The following abbreviations are used throughout.

Measurements
AW = abdominal width (at segment V)
HL = head length (at midline)
HW = head width (at widest point of temples)
PRW = prothoracic width
PTW = pterothoracic width
TL = total length (at midline)

Fig. 1. Outlines of heads in dorsal view, with setae, antennae, and other characters removed for clarity,
of male representatives of the Resartor-group. Marginal carinae and the area of the dorsal anterior
plate enclosed by the displaced median section of the marginal carina indicated in grey; note that the
entire dorsal anterior plate is not thickened. A. Resartor longisuturalis Gustafsson et al., 2018. Redrawn
from Gustafsson et al. (2018: fig. 22). B. Resartor extraneus Gustafsson et al., 2018. Redrawn from
Gustafsson et al. (2018: fig. 36). C. Turdinirmoides rozsai Gustafsson et al., 2022. Redrawn from
Gustafsson et al. (2022: fig. 29). D. Aratricerca cerata Gustafsson et al., 2022. Redrawn from Gustafsson
et al. (2022: fig. 3). E. Aratricerca macki Gustafsson et al., 2022. Redrawn from Gustafsson ef al. (2022:
fig. 10). F. “Timalinirmus” curvus Gustafsson et al., 2022. Redrawn from Gustafsson et al. (2022:
fig. 36). G. “Timalinirmus” hrabali (Najer & Sychra, 2012). Redrawn from Najer et al. (2012: fig. 3B).
H. Resartor acutitemporalis sp. nov. 1. Resartor breviceps sp. nov. J. Turdinirmus australissimus
Gustafsson & Bush, 2017. Redrawn from Gustafsson & Bush (2017: fig. 191).
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Setal characters
Terminology for chaetotaxy and structural characters, and the abbreviations thereof, follow Gustafsson
et al. (2024), and include:

ads = anterior dorsal seta

aps = accessory post-spiracular seta
dsms = dorsal submarginal seta

gpmes = gonoporal posterior mesosomal seta
Ilpmes = lateral posterior mesosomal seta
ps = paratergal seta

psps = principal postspiracular seta
pstl-2 = parameral setae 1-2

Ss = sutural seta

tps = tergal posterior seta

vms = vulval marginal seta

vos = vulval oblique seta

VSS = vulval submarginal seta

These setae are indicated in the figures for Resartor acutitemporalis sp. nov.

Repository
1ZGAS = Institute of Zoology, Guangdong Academy of Sciences, Guangzhou, Guangdong Province,
China
Results

Sequencing of EF-1o. did not work for six separate samples from Erythrogenys gravivox collected in
Hubei Province despite several attempts, and a specimen of this species collected from Hunan Province
had to be used instead in our phylogeny. COI sequences of the samples from Hunan and Hubei are
identical (data not shown), and the specimens represent the same morpho-species. We therefore consider
these specimens to be conspecific.

Monophyly of the Resartor-group was not supported in our analysis, but /ndoceoplanetes Gustafsson
& Bush, 2017, Maculinirmus Ztotorzycka, 1964, and Turdinirmus, were all found to be monophyletic
separately (Fig. 2). A clade containing all specimens identified as Resartor was supported (PP = 1.00),
but this clade also includes one specimen of Aratricerca, all specimens of Timalinirmus, and the two
new species from Hubei Province. This clade was divided basally into one containing Aratricerca and
one of the Hubei species (PP = 1.00), and one containing all other species of Resartor and Timalinirmus
(PP =1.00).

The genus Psammonirmus, was not nested within the Resartor-group. Its placement within the Brueelia-
complex remains unclear.
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Resartor-group

LONIL] BIIYIAIZ XD BUSEY SINJOPUBI
WR3IEIN UOYINBQ X8 SIIIEIB SNLWIUGDY
sunonew enpia xa ds eyaanig

efa0 snaied ¥a gj2d Blsang

BJOBABY PGAIDOT XD BLL d ej@anig

(1-67900) smeun snydojuas X3 sN328diIeun) SNWIUOWLIES
T SMIUR0ABY ST{OLQ Xa “dS SNLLUnIe

7 SMIIUDI0ARY SMOLQ X3 “dS SILUNUIINIER

SIPLIA S343Y41023YdS X3 “ds SILLNDeR

Z wnjegound ewosopu xa tds SNULIUIINIe

T wnjegound ewosopuy xa tds SILLUINIEy

T SMIEINE MoK X8 “dS SNLUUNIeR

T sniease| SNjouQ Xa ds SIUWUINER

1 smyeane sjoug xa -ds snuwmugnoep

2 SnIeALR| SN0 Xa “ds SALUINIE

(T-DEDSL) WWoXIp BIaYI00Z %3 "dS SMULjUIpIT]

(T-POVEL) BUNEP BIFYIO0Z X3 PBWINED SALLYUIPINT]
(Z-61TSI) IBU/W YOIBIdoRUD0LL X3 SISUaIXBUENE Jopesay
(Z-91T5r) Pujiw vosaidojeylod| xa sisuaixouend Jopesay
jaujjw vosaidoleyaos) xa sisuaixbuens Jopesay

(Z-£p9Sr) BUBIGGaM BiOLINSOUIS Xa "dSs Jopesay

(z-1H951) euelggam eioyInsouls xa ‘ds Jopesay

{1-1$951) eUBIGGaM BIOYINSOUIS Xa "dS JoLIesay

(1-57Z0C) Suenb euiyny xa “ds Jopesay

(T-008bC) SHoaAeY Buynk Xa ‘ds Jopesay

(1-v9c1) eynuajey addppy xa snabna Jopesay

(T-82T00) B42900INOURAD BINPOUNDY X8 SIEININSIBUO] JOLIBSDY
(2-998+1) sdanubiu sudyoe)s xa ‘ds Jopesay

(T-94T0C) BI2UIOUE! BIUIK X3 SNWILISIE JOLIBSSY

(2-94100) ePupoub! efujy Xa snwluae Jouesay

(T-9/E£00) SOIUEISED BUIYNA X3 SNAIND SNLLIUNEW! |
(T-££E£00) SAUISED BUIYNA X3 SNAIND UL EWI]
(1-#BLEr) si0sAIys sniedor] xa SNaUExa JOLIESaY
(T-Z£22C0) Spp0sAuy2 sniedor] x2 snauesxa Jopesay
(z=zLZ70) spposAiys sniedor] xa SNaUe)xa JOLIESIY
(£-0520[) /swpobsap eyseydosalan X "ds Jouesay
(1-0zztr) swpobissp ejseydosajay xa *ds Jopesay
50042)5020pN35d BIDUEY X8 HIBW ELAILNENY

{1-8600r) Xoamess sAuaboiyilig xa 'ds jopessy
SUBISAINIR02 BUPBI0D X3 'ds (Bjapeuden) sajauedoaopul
eleLIs euneion) xa 'ds (ejapouden) salauejdoalopur
SNaINZe sNJeBoueAd X3 'ds (eyapouded) saiat i

T

£1ELIS PUDEIOT X8 BUBISSUODU] (513U d0aopu]) sajaueldoasopur
aejpuejoyseAoy BuDes0) X2 'ds (sapauedoasopur) sajauedosiopur

siteso1zad eupeso) xa ds [
2a3se ebugedy xa “ds sajosojuobeiseq

i1 st i

Fig. 2. Phylogeny of representatives of most Resartor-group genera, produced in BEAST based on the

mitochondrial CO! and nuclear EF-1a genetic markers. The vertical line at the top shows the |

its of the

mi1

Resartor-group. Numbers in parentheses after taxon names denote voucher ID numbers. For GenBank

Accession numbers of all specimens, see Table 2.



European Journal of Taxonomy 1094: 1-23 (2026)

Taxonomy

Class Insecta Linnaeus, 1758
Order Phthiraptera Haeckel, 1896
Parvorder Ischnocera Kellogg, 1896
Family Philopteridae Burmeister, 1838
Brueelia-complex sensu Gustafsson & Bush, 2017

Genus Resartor Gustafsson & Bush, 2017

Brueelia Kéler, 1936: 257 (in partim).

Resartor Gustafsson & Bush, 2017: 104.

Leiothrichinirmus Mey, 2017: 166.

Timalinirmus Mey, 2017: 170 [unavailable name; see below].

Timalinirmus — Gustafsson ef al. 2019a: 276.

Type species

Brueelia impressifrons Ansari, 1956: 152, by original designation.

Remarks

During the preparation of this manuscript, it was called to our attention (Doug Yanega, in litt.) that
Timalinirmus was not formally made available by Mey (2017) under the rules of the International Code
of Zoological Nomenclature (ICZN, 1999; hereafter: the Code). Mey (2017: 182) included a list of
synonymizations of many of his proposed genera with those of Gustafsson & Bush (2017), published
a mere month earlier. As these synonymizations were included in the same publication as the original
descriptions, the latter are not considered available under Article 11.5 of the Code, which states that to
be available, “a name must be used as valid for a taxon when proposed”. Moreover, Article 11.6.3 of
the Code states that names “first published after 1960 and treated as a junior synonym on that occasion
cannot be made available from that act”. The existence of a question mark before the synonymy of
Timalinirmus in Mey’s addendum does not matter, as this still indicates that Mey (2017) was not
confident in the validity of this taxon (Yanega, in litt.).

Thus, the question before us is not whether either of these two new species should be placed in Resartor
or “Timalinirmus”, but whether there are any data supporting separation of “Timalinirmus” from
Resartor, in which case a new genus name would be needed for this genus. Based on genetic data
presented here, and our re-examination of the original description of the type species of “Timalinirmus”
and the only other species in this genus, we find no basis for separation between these and the rest of
Resartor, beyond differences in head shape. In all previously known species of Resartor, the head is
conspicuously longer and more trapezoidal than in the known species of “Timalinirmus”.

However, the species described here, and the genetic data in Fig. 2, suggest that the head shape of
Resartor is more variable than previously thought (e.g., Gustafsson et al. 2018). We therefore conclude
that the species previously placed in “Timalinirmus”, as well as both new species described here, belong
to Resartor. Notably, this action does not require any modifications to the morphological circumscription
of Resartor; more specimens of Resartor curvus (Gustafsson et al., 2022) comb. nov. are needed to
establish whether the detached cross-piece of the female subgenital plate of this species is truly detached,
or whether that was an artifact of slide-mounting for specimens examined by Gustafsson et al. (2022).
The characters listed in Table 1 are sufficient to separate all known members of Aratricerca, Resartor,
and Turdinirmoides. Furthermore, this suggests that the two undescribed species of “Timalinirmus”
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shown in the photographs published by Mey (2017) belong to Turdinirmoides, as suggested by Mey
(2017: 182), who synonymized Timalinirmus with this genus.

Included species

Resartor acutitemporalis sp. nov.

Resartor albofulvus Gustafsson et al., 2018

Resartor apimimus Gustafsson et al., 2018

Resartor aterrimus Gustafsson ef al., 2018

Resartor breviceps sp. nov.

Resartor curvus (Gustafsson et al., 2022) comb. nov.
Resartor effronte (Ansari, 1956)

Resartor elugeus Gustafsson et al., 2021

Resartor extraneus Gustafsson ef al., 2018

Resartor grammatoptiliphagus (Mey, 2017)
Resartor guangxiensis Gustafsson et al., 2018
Resartor hrabali (Najer & Sychra in Najer et al. 2012) comb. nov.
Resartor impressifrons (Ansari, 1956)

Resartor himalayana (Mey, 2017)

Resartor longisuturalis Gustafsson et al., 2018
Resartor novofacies (Ansari, 1956)

Resartor seminudus Gustafsson et al., 2018
Resartor weigoldi (Mey, 2017)

Host distribution

Most species are known from hosts in the Leiothrichidae (Passeriformes Linnaeus, 1758), but some
species also infest Paradoxornithidae Horsfield & Moore, 1854 and Timaliidae Vigors & Horsfield, 1827.

Geographical range

All known species are limited to South and Southeast Asia, with the species described here from Central
China being at the northeastern extreme of the range.

Resartor acutitemporalis sp. nov.
urn:lsid:zoobank.org:act:1C464305-10F3-42F8-AE3F-D048231B4726
Figs 34

Diagnosis

Resartor acutitemporalis sp. nov. can be separated from all known species of Resartor by its unique
head shape (Fig. 4A): preantennal area not markedly longer than postantennal area, rounded distally,
with clearly convex lateral margins; postantennal head with temples forming acute angles and occiput
concave.

Etymology

Specific name constructed from 'acutus’, Latin for 'sharp, acute', and 'tempus’, Latin for 'temple’, referring
to the unique postantennal head shape of this species.

Type material

Holotype (ex Suthora webbiana suffusa)
CHINA + &'; Hubei Province, Enshi, Erxianyan Provincial Wetland Nature Reserve; 24 Apr. 2024;
Zhengzhen Wang leg.; bird ID J5647; louse ID GD-PHTH-01333; IZGAS.
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0.5 mm

Fig. 3. Resartor acutitemporalis sp. nov. A. Holotype, & (ID GD-PHTH-01333), habitus, dorsal and
ventral views. B. Paratype, @ (ID GD-PHTH-013334), habitus, dorsal and ventral views.
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0.1 mm

Fig. 4. Resartor acutitemporalis sp. nov. A-D. Holotype, & (ID GD-PHTH-01333). A. Head, dorsal
and ventral views. B. Genitalia, dorsal view. C. Genitalia, ventral view. D. Paramere, dorsal view.
E. Paratype, ¢ (ID GD-PHTH-013334), subgenital plate and vulval margin, ventral view. Abbreviations:
see Material and methods.
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Table 3. Measurements (in mm) of the two species of Resartor Gustafsson & Bush, 2017, described
herein. Abbreviations used: AW = abdominal width (at segment V); HL = head length (at midline);
HW = head width (at widest point of temples); PRW = prothoracic width; PTW = pterothoracic width;
TL = total length (at midline). Note that several specimens are poorly preserved and could not be
measured.

Species Sex # TL HL HW PRW PTW AW
Resartor M 2 191-1.02 0.39-0.40 0.37 0.21 0.30 0.28-0.36
acutotemporalis F 1 2.36 0.44 0.41 0.24 0.34 0.42
Sp. nov.

Resartor M 5 2.88-292 049-0.51 0.42-0.49 0.30-0.32 0.40-0.43 0.46-0.52

breviceps sp.mov. F 7 308322 0.49-0.55 0.45-0.50 0.31-0.35 0.42-0.47 0.47-0.57

Paratypes (ex Suthora webbiana suffusa)
CHINA ¢ 1 &; same data as for holotype; bird ID J5641; louse ID GD-PHTH-013334; IZGAS * 1 Q;
same data as for holotype; bird ID J5642; louse ID GD-PHTH-013335; IZGAS.

Type host

Suthora webbiana suffusa Swinhoe, 1871 — vinous-throated parrotbill.

Type locality

Erxianyan Provincial Wetland Nature Reserve, Enshi, Hubei Province, China.

Description

Both sexes
Preantennal head not much longer than postantennal head (Fig. 4A), frons concave, lateral margins of
preantennal head clearly convex. Dorsal preantennal suture reaching dsms but not ads, and not medianly
continuous. Head chaetotaxy as in Fig. 4A. Temples forming acute angles, occiput clearly concave.
Thoracic and abdominal segments and pigmentation as in Fig. 3A—B. Pterothorax with lateral margins
clearly flaring posteriorly. Measurements as in Table 3.

Male

Abdominal chaetotaxy: ss present on tergopleurites [I-VII; psps present on tergopleurites I1I-VIII;
tps and aps absent; ps present on abdominal segments III-VIII. Basal apodeme proportionately broad
(Fig. 4B—C), rounded proximally. Proximal mesosome broad, with proximal margin convergent to
median rounded point; distally somewhat bilobed dorsally. Mesosomal lobes broad, with distal margin
fringed; 2 /pmes microsetae visible sublaterally on each side; 2-3 gpmes microsetae visible on each
side lateral to gonopore. Gonopore large, elongated, flaring proximally, with proximal margin slightly
concave, and distal margin bilobed. Parameres with small, bifid heads (Fig. 4D), strongly sinuous,
distally blunt, with pst/-2 as in Fig. 4D.

Female
Abdominal chaetotaxy: psps present on tergopleurites IV-VII; ss, tps, aps absent; ps present on
abdominal segments IV-VIII. Subgenital plate roughly rectangular (Fig. 4E), cross-piece and connection
not clearly visible in examined female because of gut contents and lack of pigmentation. Vulval margin
gently rounded, with 5-8 short, slender vins and 4 short, thorn-like vss on each side; subgenital plate with
3—4 short, slender vos on each side, the distalmost of which is median to vss.
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Resartor breviceps sp. nov.
urn:1sid:zoobank.org:act:2273B14E-CBA7-47BE-8CA0-1886C8506850
Figs 5-6

Diagnosis

Resartor breviceps sp. nov. can be separated from all other known species of Resartor by the head shape
(Fig. 6A). Whereas in all previously described species (except R. acutitemporalis), the preantennal area is
elongated, with almost parallel, barely convex or in some species, concave lateral margins (Fig. 1A-B),
in R. breviceps the preantennal area is not elongated, with more markedly convergent and convex lateral
margins. Moreover, whereas in other species of Resartor, the temples are angular, in R. breviceps, the
temples are gently rounded. In these characters, and overall habitus, R. breviceps is more reminiscent of
species in the genera Turdinirmoides (Fig. 1C) or Aratricerca (Fig. 1D). However, R. breviceps can be
separated from species in these genera based on having characters typical for Resartor in Table 1, and
lacking the characters typical for Turdinirmoides and Aratricerca in that table (see Figs 5-6).

Etymology

Specific name is constructed from 'brevis’, Latin for 'short', and 'caput’, Latin for 'head', referring to the
unusually small head of this species, compared to other members of the genus.

Type material

Holotype (ex Erythrogenys gravivox cowensae)
CHINA « &'; Hubei Province, Enshi, Erxianyan Provincial Wetland Nature Reserve; 26 Apr. 2024;
Zhengzhen Wang leg.; bird ID J5674; louse ID GD-PHTH-01337; IZGAS.

Paratypes (ex Erythrogenys gravivox cowensae)
CHINA ¢ 2 &d'; same data as for holotype; louse ID GD-PHTH-01338-9; IZGAS * 2 &, 6 29;
Hunan Province, Badagongshan, “Tea Station”; 23 Jul. 2012; Dongdong Su leg.; bird ID J0098; louse
ID GD-PHTH-00404-7; IZGAS * 3 99; same data as for preceding; bird ID J0103; louse ID GD-
PHTH-00408-9; IZGAS.

Type host

Erythrogenys gravivox cowensae (Deignan, 1952) — black-streaked scimitar-babbler.

Type locality

Erxianyan Provincial Wetland Nature Reserve, Enshi, Hubei Province, China.

Description

Both sexes
Preantennal head not much longer than postantennal head (Fig. 6A), frons concave, lateral margins of
preantennal head clearly convex. Dorsal preantennal suture reaching dsms but not ads, and not medianly
continuous. Head chaetotaxy as in Fig. 6A. Temples rounded. Thoracic and abdominal segments and
pigmentation as in Fig. SA—B. Pterothorax with lateral margins clearly flaring posteriorly. Measurements
as in Table 3.

Male
Abdominal chaetotaxy: ss present on tergopleurites [I-VII; psps present on tergopleurites [1I-VIII; tps
and aps absent; ps present on abdominal segments [II-VIII. Basal apodeme proportionately slender
(Fig. 6B—C), with proximal end rounded. Proximal mesosome elongated, rounded rectangular; distal
mesosome much broader, rounded dorsally, with median incision on distal margin; ventrally, distal
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0.5 mm

Fig. 5. Resartor breviceps sp. nov. A. Holotype, & (ID GD-PHTH-01337), habitus, dorsal and ventral
views. B. Paratype, @ (ID GD-PHTH-00408), habitus, dorsal and ventral views.
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Fig. 6. Resartor breviceps sp. nov. A-D. Holotype, & (ID GD-PHTH-01337) A. Head, dorsal and ventral
views. B. Genitalia, dorsal view. C. Genitalia, ventral view. D. Paramere, dorsal view. E. Paratype, ¢
(ID GD-PHTH-00408), subgenital plate and vulval margin, ventral view.
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mesosome broad, with antero-lateral corners extended proximally, and distal margin fringed; 1 /pmes
microseta visible sublaterally on each side near distal corner of mesosomal lobes; 2-3 gpmes microsetae
visible on each side lateral to gonopore. Gonopore roughly T-shaped, with proximal margin bluntly
convergent to median point and distal ends deeply incised. Parameres with large, bluntly bifid heads
(Fig. 6D), parameral blades somewhat rounded, with pst/—2 as in Fig. 6D.

Female
Abdominal chaetotaxy: ss present in tergopleurites I[I-VII; psps present on tergopleurites III-VIII; tps
and aps absent; ps present on abdominal segments III-VIII. Subgenital plate elongated rectangular
(Fig. 6E), with lateral margins slightly concave to straight; connection to slender cross-piece relatively
broad. Vulval margin flattened medianly, with 4—5 short, slender vms and 5—6 short, slender vss on each
side; subgenital plate with 5-7 short, slender vos on each side, the distal 2-3 of which are situated median
to the vss.

Discussion

Based on the analysis of genetic data presented here, and the morphological data from two new species in
the Resartor-group, the genus “Timalinirmus” appears to be nested within Resartor (Fig. 2). This solves
the problem of having to provide a new name for the “Zimalinirmus” group, as all species in this genus
can be placed in Resartor. However, Aratricerca macki Gustafsson et al., 2022 is the only member of
its genus for which DNA sequences are available. Its placement as sister to Resartor breviceps sp. nov.
complicates complicate matters, because Resartor and Aratricerca are well separated morphologically
(Gustafsson & Bush 2017; Gustafsson et al. 2018, 2022; Table 1). Although R. breviceps is unusual
within Resartor, it exhibits none of the characters typical for Aratricerca. Presumably, lack of specimens
from Aratricerca and Turdinirmoides may be responsible for their close relationship in our analysis.

Similarly, the small number of species of most other Resartor-group genera with available DNA data, and
the small number of genetic markers available, may be the basis for the lack of support for monophyly of
the Resartor-group (Fig. 1). Notably, the genera Indoceoplanetes, Turdinirmus and Maculinirmus were
all found to be monophyletic with good support, but the relationships among them are not supported.
More data are needed for all genera in the Resartor-group, particularly for the three genera for which
no genetic data are presently available (Gustafsson ef al. 2022). Data from these genera may also solve
the placement of Psammonirmus, which was placed as sister to Brueelia and some close relatives in our
analysis, but without support.

The placement of Resartor acutitemporalis and R. curvus within Resartor among species with a more
conventional head shape for the genus highlights how this character may vary within louse genera.
Similar variation in head shape is seen in e.g., Guimaraesiella Eichler, 1949 and Brueelia (see Gustafsson
et al. 2019a), and may perhaps be expected in other genera within the Brueelia-complex, once more
species are known. It is notable that R. acutitemporalis, R. curvus, and R. breviceps sp. nov. parasitize
hosts outside the Leiothrichidae, whereas almost all previously known species of Resartor parasitize
hosts within this family. The typical elongated, trapezoidal head shape of Resartor may be related to
some feature of their hosts, or possibly microhabitat preferences on their hosts. However, R. extraneus
Gustafsson ef al., 2018 and R. hrabali (Najer & Sychra in Najer et al. 2012) comb. nov., the only
previously known Resartor species from non-leiothrichid hosts, have more typical head shapes for the
genus.

Resartor as circumscribed here is known from at least one host in four bird families, considerably
expanding the known host range of this genus (Table 4). Gustafsson et al. (2025) estimated that the true
diversity of Resartor may be 164 species and Timalinirmus 206 species, based on Indices of Specificity
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calculated for the species known at the time. With an extended host range to include species from
Zosteropidae and Timaliidae, the true diversity of Resarfor may be much higher than currently suspected.

However, the description of R. acutitemporalis and R. breviceps sp. nov. reinforces a distributional
pattern related to elevation for lice in this group. Gustafsson et al. (2022) noted that lice in the genera
Turdinirmoides, Aratricerca, and Timalinirmus are generally found at high elevations. The two new
species described here were collected above 1500 m, which seems to be the general elevational cut-off
point for most species in these genera and Resartor. At least in China, virtually no members of these
genera have been collected below 1500 m (Gustafsson & Grossi, in prep.). The causes of this distribution
are unknown, and other genera in the Resartor-group are apparently not restricted by elevation. More
data are needed from high elevations to explore these patterns further. If true, the true diversity of
Resartor may be limited by the elevational ranges of potential host species.
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