Supp. file 7. Species delimitation hypotheses obtained with the Bayesian Poisson tree processes (bPTP) model based on COI and 16S sequences of Ophioderma Müller & Troschel, 1840 (highest Bayesian-supported solution). Blue color indicates those taxa most likely representing different species, and red, individuals of the same species. Numbers on branches indicate posterior probabilities. Sequences obtained in this study are indicated in bold (see: Supp. file 5).
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