

Suppl. file 1. Flowchart of morphometric analysis (Principal Component Analysis (PCA)).
[bookmark: _GoBack]https://doi.org/10.5852/ejt.2025.1012.3037.13623
Prepare morphometric dataset (measurements)


Run the package ‘factoextra’


Use the function ‘res.pca = prcomp(d)’ to run the PCA


Open the dataset in R or R Studio


Define the main dataset (d2) and taxon name (taxon_names)


